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Protein Metrics Inc. - Overview
• Software company founded in 2011               

(Cupertino, same address as Apple circa 1978)

• In almost all major biopharma companies

• > 100 academic laboratories

• 9 SBIR / STTR grants from NIH NIGMS

Distributors

SF Bay Area
HQ / R&D/ Sales

Boston & NY/NJ
Sales & App Science

Geneva (Sales & App)

Shanghai
(Sales & App)
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Synthetic oligonucleotides are hot !
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Drug Mechanisms

Single-stranded antisense oligos (ASO) can repair bad genes
Double-stranded RNAi can 

kill unwanted mRNA’s

… and someday mRNAs will make new proteins! 
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Eteplirsen
(Tradename: 

DMD ≈ 1 in 3500 male births

CTCCAACATCAAGGAAGATGGCATTTCTAG

What’s this?
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Natural RNA
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Morpholine ring 
replaces ribose

Natural RNA Morpholino in 
duplex with RNA
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Patisiran
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LC-MS  Analysis
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Byos Workflow View
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New Project
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Define one-letter code 
for oligo  sequences

• Presets for natural nucleotides

• Type in atomic formula for morpholinos, 
“locked” nucleic acids, thiophosphate, etc.
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Input sequences for 
mass matching
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Define delta masses 
for impurities
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HFIP = hexafluoroisopropanol

Automatic elution peak definition 
and mass assignment

Summed MS1 Deconvoluted masses
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+ Sodium
+ 2Sodium

+ Calcium
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One-Click 
Reporting
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One-Click 
Reporting
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One-Click 
Reporting
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Sequence Confirmation with MS2
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Oligo Fragmentation
McLuckey et al, JASMS, 1992

2’ Carbon
• Deoxy
• Methyl
• Methoxyethyl
• “Locked”

Negative mode MS
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Text commands for 
experimental features

Byonic
Parameters
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Synthetic RNA with HCD fragmentation
(Brodbelt Lab, U. Texas) 100% Sequence Coverage
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UVPD fragmentation
(Brodbelt Lab, U. Texas)

100% from both ends !
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Byonic annotations for high-res MS2 check isotope peak spacing … 

… against assigned charge
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Future Work

• Oligo-centric GUI

• Oligo-centric reporting

• Support for IDT codes

• Mixed protein / oligo   
(Crosslinked?!)



For a live demo contact  info@proteinmetrics.com

We’re hiring!    

27

Thank You !


